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研究成果の概要（英文）：A protozoan parasite, Giardia intestinalis, previously considered as a 
primitive eukaryote, possesses novel introns with a split form (split introns) which are spliced by 
trans-splicing. We evolutionarily analyzed the genome and transcriptome of Giardia and found a new 
split intron of this type and suggested the presence of other candidates. We also sequenced and 
surveyed the genome and transcriptome of Kipferlia, a close relative of Giardia, and found several 
candidates of split introns. On the other hand, in order to search for spliceosomal factors 
participating in the trans-splicing of split introns, we try to isolate and purify spliceosomes from
 Giardia and to compare the spliceosomal components with those of other eukaryotic model organisms. 

























































一候補である Giardia intestinalis のゲノム
中に発見した、trans スプライシングにより
切り出される新型『分割イントロン』（右図）





























































          ロン分布の推測 
《目標 2》Giardiaの分岐以前に分岐した近    
     縁種におけるイントロンの探索 
《目標 3》Giardiaスプライセオソームの全 
          容解明と機能解析 
《目標 4》真核生物スプライセオソーム進化 
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